

    
      
          
            
  
Welcome to PBLab’s Calcium Analysis documentation!

This package is a library which contains many useful scripts for analysis of
calcium data. The functions in this package shouldn’t be used in one order.
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  Source code for calcium_bflow_analysis.analysis_gui

"""
__author__ = Hagai Har-Gil
"""

from tkinter import ttk
from tkinter import filedialog
from tkinter import *


[docs]class AnalysisGui:

    """
    Main GUI for calcium-bloodflow analysis pipeline
    """
    def __init__(self):
        self.root = Tk()
        self.root.title("Choose what you'd like to analyze")
        frame = ttk.Frame(self.root)
        frame.pack()
        style = ttk.Style()
        style.theme_use("clam")

        self.ca_analysis = BooleanVar(value=True)
        self.bloodflow_analysis = BooleanVar(value=False)
        self.frame_rate = StringVar(value="15.24")  # Hz
        self.num_of_rois = StringVar(value="1")
        self.num_of_chans = IntVar(value=1)
        self.chan_of_neurons = IntVar(value=1)
        self.analog_trace = BooleanVar(value=True)

        check_cells = ttk.Checkbutton(frame, text="Analyze calcium?", variable=self.ca_analysis)
        check_cells.pack()

        check_analog = ttk.Checkbutton(frame, text="Contains analog channel?", variable=self.analog_trace)
        check_analog.pack()

        check_bloodflow = ttk.Checkbutton(frame, text="Analyze bloodflow?", variable=self.bloodflow_analysis)
        check_bloodflow.pack()

        label_rois = ttk.Label(frame, text="Number of cell ROIs: ")
        label_rois.pack()
        rois_entry = ttk.Entry(frame, textvariable=self.num_of_rois)
        rois_entry.pack()
        label_time_per_frame = ttk.Label(frame, text="Frame rate [Hz]: ")
        label_time_per_frame.pack()
        time_per_frame_entry = ttk.Entry(frame, textvariable=self.frame_rate)
        time_per_frame_entry.pack()
        label_num_of_chans = ttk.Label(frame, text="Number of channels: ")
        label_num_of_chans.pack()
        num_of_chans_entry = ttk.Entry(frame, textvariable=self.num_of_chans)
        num_of_chans_entry.pack()
        label_chan_of_neurons = ttk.Label(frame, text="Channel of neurons: ")
        label_chan_of_neurons.pack()
        chan_of_neurons_entry = ttk.Entry(frame, textvariable=self.chan_of_neurons)
        chan_of_neurons_entry.pack()

        self.root.wait_window()





          

      

      

    

  

    
      
          
            
  
calcium_bflow_analysis.colabeled_cells package


Submodules



calcium_bflow_analysis.colabeled_cells.compare_labeled_unlabeled module



calcium_bflow_analysis.colabeled_cells.find_colabeled_cells module



calcium_bflow_analysis.colabeled_cells.manually_colabel module



Module contents





          

      

      

    

  

    
      
          
            
  
calcium_bflow_analysis.dff_analysis_and_plotting package


Submodules



calcium_bflow_analysis.dff_analysis_and_plotting.dff_analysis module



calcium_bflow_analysis.dff_analysis_and_plotting.plot_cells_and_traces module



Module contents
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Submodules



calcium_bflow_analysis.analog_trace module



calcium_bflow_analysis.analysis_gui module

__author__ = Hagai Har-Gil


	
class AnalysisGui

	Bases: object [https://docs.python.org/3/library/functions.html#object]

Main GUI for calcium-bloodflow analysis pipeline
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